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SEQUENCE LISTING 

<1 10> AVENTIS PHARMA SA. 

5 <120> Novel variants of the papM polypeptide of bacteria of the Streptomyces 
genus 

<130> PapM polypeptide 

10 <140>FR0208057 
<141> 2002-06-28 

<160> 2 

15 <170>PatentInVer.2.1 

<210> 1 
<211> 1052 
<212>DNA 
20 <2 1 3> Streptomyces pristinaespiralis 

<220> 
<221> CDS 
<222> (84)..(962) 



<400> 1 

ctcgaggacg agtggatcgc ctccggcggc gcccccgtcc ccacgcccgt gcacgcgtcc 60 



gcgtccgcgc ggggggccgt gtc gtg acc gcc gcc gca ccc acc etc gec cag 113 
30 ValThrAlaAlaAlaProThrLeu Ala Gin 

1 5 10 

gcg ctg gac gag gcc acc ggg cag ctg acc ggc gcc ggg ate acc gcc 161 
Ala Leu Asp Glu Ala Thr Gly Gin Leu Thr Gly Ala Gly He Thr Ala 
35 15 20 25 

gac gcc gcc egg gcc gac acc egg ctg ctg gcc gcc cac gcc tgc cag 209 
Asp Ala Ala Arg Ala Asp Thr Arg Leu Leu Ala Ala His Ala Cys Gin 
30 35 40 

40 

gtc gcc ccg ggg gac etc gac acc tgc ctg gcc ggc ccg gtg ccg ccc 257 
Val Ala Pro Gly Asp Leu Asp Thr Cys Leu Ala Gly Pro Val Pro Pro 
45 50 55 

45 egg ttc tgg cac tac gtc egg cgc cgt ctg acc cgc gaa ccc gcc gaa 305 
Arg Phe Trp His Tyr Val Arg Arg Arg Leu Thr Arg Glu Pro Ala Glu 
60 65 70 



50 



cgc ate gtc ggc cac gcc tac ttc atg ggc cac cgc ttc gac ctg gcc 353 
Arg He Val Gly His Ala Tyr Phe Met Gly His Arg Phe Asp Leu Ala 
75 80 85 90 



1 



ccc ggc gtc ttc gtc ccc aaa ccc gag acc gag gag ate acc egg gac 401 
Pro Gly Val Phe Val Pro Lys Pro Glu Thr Glu Glu He Thr Arg Asp 
95 100 105 

5 

gee ate gee cgc ctg gag gee etc gtc cgc cgc ggc acc acc gca ccc 449 
Ala He Ala Arg Leu Glu Ala Leu Val Arg Arg Gly Thr Thr Ala Pro 
110 115 120 

10 ctg gtc gtc gac ctg tgc gec gga ccg ggc acc atg gee gtc acc ctg 497 
Leu Val Val Asp Leu Cys Ala Gly Pro Gly Thr Met Ala Val Thr Leu 
125 130 135 

gec cgc cac gta ccg gec gec cgc gtc ctg ggc ate gaa etc tec cag 545 
1 5 Ala Arg His Val Pro Ala Ala Arg Val Leu Gly He Glu Leu Ser Gin 
140 145 150 

gec gec gec cgc gec gec egg cgc aac gec cgc ggc acc ggc gec cgc 593 
Ala Ala Ala Arg Ala Ala Arg Arg Asn Ala Arg Gly Thr Gly Ala Arg 
20 155 160 165 170 

ate gtg cag ggc gac gee cgc gac gee ttc ccc gaa ctg age ggc acc 641 
lie Val Gin Gly Asp Ala Arg Asp Ala Phe Pro Glu Leu Ser Gly Thr 
175 180 185 

25 

gtc gac etc gtc gtc acc aac ccg ccc tac ate ccc ate gga ctg cgc 689 
Val Asp Leu Val Val Thr Asn Pro Pro Tyr lie Pro He Gly Leu Arg 
190 195 200 

30 acc tec gca ccc gaa gtg etc gag cac gac ccg ccg ctg gec ctg tgg 737 
Thr Ser Ala Pro Glu Val Leu Glu His Asp Pro Pro Leu Ala Leu Trp 
205 210 215 

gec ggg gag gag ggc etc ggc atg ate cgc gec atg gaa cgc acc gcg 785 
35 Ala Gly Glu Glu Gly Leu Gly Met He Arg Ala Met Glu Arg Thr Ala 
220 225 230 

gee egg ctg ctg gec ccc ggc ggc gtc ctg etc etc gaa cac ggc tec 833 
Ala Arg Leu Leu Ala Pro Gly Gly Val Leu Leu Leu Glu His Gly Ser 
40 235 ~ 240 245 250 

tac caa etc gec tec gtg ccc gec ctg ttc cgc gca acc ggc cgc tgg 881 
Tyr Gin Leu Ala Ser Val Pro Ala Leu Phe Arg Ala Thr Gly Arg Trp 
255 260 265 

45 

age cac gec teg tec cgt ccc acc tgc aac gac ggc tgc ctg acc gee 929 
Ser His Ala Ser Ser Arg Pro Thr Cys Asn Asp Gly Cys Leu Thr Ala 
270 275 280 

50 gta cgc aac cac acc tgc gca ccg ccc gec tga cacggcgtca cggcacggcc 982 
Val Arg Asn His Thr Cys Ala Pro Pro Ala 



285 290 



2 



ggcctgtcgg caacgaccct acgccattga caaaccgacc gtgccgtttt tttaatgtcg 1042 
5 gggtggcgga 1052 



<210> 2 
<211>292 
10 <212> PRT 

<213> Streptomyces pristinaespiralis 

<400> 2 

Val Thr Ala Ala Ala Pro Thr Leu Ala Gin Ala Leu Asp Glu Ala Thr 
15 1 5 10 15 

Gly Gin Leu Thr Gly Ala Gly He Thr Ala Asp Ala Ala Arg Ala Asp 
20 25 30 

20 Thr Arg Leu Leu Ala Ala His Ala Cys Gin Val Ala Pro Gly Asp Leu 
35 40 45 

Asp Thr Cys Leu Ala Gly Pro Val Pro Pro Arg Phe Tip His Tyr Val 
50 55 60 

25 

Arg Arg Arg Leu Thr Arg Glu Pro Ala Glu Arg He Val Gly His Ala 
65 70 75 80 

Tyr Phe Met Gly His Arg Phe Asp Leu Ala Pro Gly Val Phe Val Pro 
30 85 90 95 

Lys Pro Glu Thr Glu Glu lie Thr Arg Asp Ala He Ala Arg Leu Glu 
100 105 110 

35 Ala Leu Val Arg Arg Gly Thr Thr Ala Pro Leu Val Val Asp Leu Cys 
115 120 125 

Ala Gly Pro Gly Thr Met Ala Val Thr Leu Ala Arg His Val Pro Ala 
130 135 140 

40 

Ala Arg Val Leu Gly He Glu Leu Ser Gin Ala Ala Ala Arg Ala Ala 
145 ~ 150 155 160 

Arg Arg Asn Ala Arg Gly Thr Gly Ala Arg He Val Gin Gly Asp Ala 
45 ^ " 165 170 ' 175 

Arg Asp Ala Phe Pro Glu Leu Ser Gly Thr Val Asp Leu Val Val Thr 
180 185 190 

50 Asn Pro Pro Tyr He Pro lie Gly Leu Arg Thr Ser Ala Pro Glu Val 
195 200 205 



Leu Glu His Asp Pro Pro Leu Ala Leu Trp Ala Gly Glu Glu Gly Leu 
210 215 220 



Gly Met He Arg Ala Met Glu Arg Thr Ala Ala Arg Leu Leu Ala Pro 
225 230 235 240 

Gly Gly Val Leu Leu Leu Glu His Gly Ser Tyr Gin Leu Ala Ser Val 
245 250 255 

Pro Ala Leu Phe Arg Ala Thr Gly Arg Trp Ser His Ala Ser Ser Arg 
260 265 270 

Pro Thr Cys Asn Asp Gly Cys Leu Thr Ala Val Arg Asn His Thr Cys 
275 280 ' 285 

Ala Pro Pro Ala 
290 



